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Figure 2. (A). Same sample was stained with BD® OMICS-One Immune Profiler Protein Panel and corresponding flow antibodies for primary oligo-based and it shows high concordance with flow antibodies. The Figure 3. (A). Cells were stimulated with PMA and lonomycin for 12 hours (Red) with BD GolgiStop™ to prevent cytokines from
correlation between flow cytometry and Antibody oligo-based approach is >.99. (B). Key primary surface markers present in the BD® OMICS-One Immune Profiler Protein Panel allow for cell calling and clustering using being secreted or rested (Blue) prior to fixation with TFPBS and then stained with custom made intracellular markers to detect
. . . . . . TM . . . . . . . . . . . . . . .
the bl.omforr.natlcs plpgllne/BD FeII!smo I.)zf\ta Vlsuallzatlor? ToF)I and the markers show high spe.C|f|C|ty.(C). FoxP3. was mcIudgd in the. panel and |dent!f|ed the small Treg population. (D). PB-MCs wgre stimulated with cytokines such as IL-2, IFN-y, TNF-a. (B). An Isotype marker was also included in the Intracellular panel which can assist with
cytokines prior to staining and fixation to elicit phosphorylation in key phosphoproteins and the stimulation status is detected in the stimulated population when compared to the corresponding resting cells. noise removal in problematic samples
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