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[ntroduction — Various advanced methods are used to study cellular and
phenotypic heterogeneity
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BD CellView™ Image Technology: Quantifiable Imaging features
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BD CellView™ Image Technology: Quantifiable Imaging features
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Introduction — biological model system: Green algae
Auxenochlorella protothecoides (AP) & Chromochloris zofingiensis (CZ)

+Sugar
Characteristics:

 Unicellular green algae
 Eukaryotic cells

* Metabolic flexibility

* Photosynthetic switch

 Biotechnology relevant
species

Assess species heterogeneity & phenotypic
changes that accompany change in metabolism.

Courtesy of M.S. Roth

Roth et al. 2017 PNAS, Roth et al. 2019 Plant Cell, Craig et al. 2025 BioRxiv
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Conclusions

« BD FACSDiscover™” S8 Cell Sorter is a system that efficiently combines spectral flow cytometry with
real-time imaging and sorting.

 This work demonstrates the utility of Real-Time Imaging and Spectral Flow Cytometry in
identifying heterogeneities and generating gating strategies for analysis and sorting of Green

Algae by using a Label-Free approach in a biological model with high levels of autofluorescence.

* We were able to assess intra-species heterogeneity & phenotypic changes that accompany
change in metabolism of Green Algae by using fluorescent and imaging parameters.

* Quantifiable imaging features generated in real-time provided additional analytical
dimensionality to fluorescence parameters and additional information to images alone.
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