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Introduction Results: The role of CD8+ cells in immune control of SIV

Baboons infected with simian immunodeficiency virus
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unconventional CD8+ cell types that expand following
peak viremia in SIV-infected baboons by applying a
cytometric pipeline, including algorithmic analysis.
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M Results: Tracking changes in the CD8+ compartment following SIV infection Summary

 Following peak viremia, we observed an
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