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* 2D/3D Dataset — 7 independent experiences containing cell cycle while otherwise clustering multiscale data structures. which allow for detection of proliferation and mitosis. while otherwise clustering multiscale data structures.
data using DAPI (DNA marker), EdU (proliferation marker), and
PH3 (mitosis marker).
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Algorithm e Algorithm provides >99% precision and >80%
, , , _ _ recall according to test data.
« HDBSCAN, a multi-scale, density-based clustering algorithm, is o
used to cluster cell cycle populations.  Demonstrated applicability for 2D, 3D, and
o _ , , < < 2 < time-series data.
e Datais first preprocessed by log transforming proliferation data o o ,_'h 2 _ o
and then centering and scaling the data to unit variance. o A * May improve speed and reproducibility when
. e . . analyzing data, especially for new users.
* Minimum cluster size, a key parameter in HDBSCAN, is . glljt“ers o g;t“ers o glljjgers ' g- i !
dynamically determined based on the size of the dataset, n: G2M G2M S-early * The algorithm may lay the groundwork for new
o S o S o S-late cell cycle analysis tools within FlowJo™.
DAPI-A DAPI-A DAPI-A
Minimum Cluster Size = v/n
d) e)
Predicted Labels for Cell Cycle Phase Predicted Labels for Cell Cycle Phase
» After clustering, the clusters are then classified based on their
position relative to the centroid of all the data. Figure 4 — Demonstration of algorithm on time-series
Statistics data.
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