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Results (3) Panel Performance 2) Population Frequencies Results (3) Compensation Accuracy Evaluation
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Identification of human monocyte and lymphocyte subsets. Representative analysis of human whole blood from a healthy study conditions, reducing donor-dependent variability and preserving valuable samples.
donor. Total leukocytes were identified by CD45 expression.Monocytes and lymphocytes were separated based on light scatter Reproducibility of population frequencies across technical replicates. Frequencies of leukocyte subsets
properties. Monocytes were further classified into classical, intermediate, and non-classical subsets according to CD14 and (% of parent population) were measured in three independently stained and acquired technical 0 Together, BD Horizon™ Real Dyes and BD™ SpectraComp™ XT Unmixing and
.CD16- expression. Within the Iymp.hocyte gate, cells were divided into CD3" gnd CD3* populations. CD3~ cells were used to replic.ajces (Repl—Rfap?%). The table summ-arizes replicate valges, -mean, standar.d deviation (SD), a-nd Compensation Particles supported a reproducible workflow for immune profiling in
identify B cells (CD19*CD20%*), while the CD3°CD19~ subset was used to define NK cell subsets based on CD56 and CD16 coefficient of variation (CV) (top), while the dot plot visualizes the consistency of population sample-limited research settings
expression. Within the CD3* population, NKT-like, CD4*, and CD8"* T cells were identified. Expression of CD45RA, CCR7, and frequencies across replicates (middle). Representative CD197 (CCR7) versus CD3 pseudocolor plots '
CD27 was further evaluated to characterize memory subsets within CD4* and CD8* T cell populations. Samples were acquired demonstrate nearly identical population distribution and staining intensity across replicates (bottom).
on a 3-laser, 12-color BD FACSLyric™ Flow Cytometer. Data analysis was performed using FlowJo™ v10 Software. Together, these results indicate low technical variability and robust reproducibility of the panel.
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