Exploring full-length T cell receptor sequencing and CITE-seq to
identify and characterize pathogenic T cells in psoriasis
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Abstract Results — Functional fitness of circulating skin-homing T cells
Psoriasis is a chronic immune-mediated skin disease characterized by keratinocyte hyperproliferation
and systemic inflammation. In addition to its cutaneous manifestations, psoriasis is associated with 1A High frequencies of skin-homing 1B Defective IFNY secretion by CD4T cells but not CD8 T cells Peoriatic CD8 T
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M eth Od S Figure 1: Functional fitness of circulating T cells measured by imaging flow cytometry. A) Assessment of the frequencies of CLA* T cells among PBMCs. B and C) Detection of -
—— functional T cells secreting IFNy using imaging fluorescence parameters on the BD FACSDiscover™ S8 Cell Sorter upon re-stimulation of memory T cells with CytoStim. C) Further at o et 0 1 a0t o 10t 100 a0
assessment of IFNy secretion reveals that CLA* cells are less responsive to CytoStim stimulation and unlikely secrete IFNy. IFNy PE g

Integration of image-based cell sorting and single-cell multiomics for assessment of

T-cell driven inflammation in psoriasis
Frozen peripheral blood mononuclear cells from three healthy and three psoriatic individuals were RESU ItS = PrOtEO I IC and tra nSCrIptO I IC Cha raCteﬂStICS Of Skln-hO | |ng T Ce”S
incubated for 1 hour with CytoStim (Myltenyi Biotech) for restimulation of effector/memory T cells.
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transcriptome, SMK and AbSeq libraries were subjected to
next generation deep sequencing.




