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Abstract 3-Lane Cartridge Capture of Fragile Cells and Whole Transcriptome Analysis
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the purity was evaluated with a three-color flow cytometry panel using the BD FACSLyric™ Flow Cytometer. not impacted by partial-use Storage.
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cells were loaded and captured using the BD Rhapsody™ HT Single-Cell Analysis System and libraries were Neutrophils (5A). Gene expression detection on the T cell sample was consistent with the sorting strategy of regulatory T cells (5B) with detection of CD3E, CD4 and FOXP3 genes. NK cell-associated genes such as therapeutic proce T o s Logo BE')' FACSLyric, BD Rhé}pso dy and
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